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SEQUENCE LISTING 

-; (1) GENERAL INFORMATION: 

6 (i) APPLICANT : CKAH3 , NANCY L 

H (ii) TITLE Of" INVENTION. CAIN OF FUNCTION MUTATIONS IN 

9 ATP -DEPENDENT TRANSPOSITION PROTEINS 

1.1 (iii) NUMBER OF SEQUENCES: l.i 

1.} (iv) CORRESPONDENCE ADDRESS: 

14 (A) ADDRESSEE: Anne Brown (Alston & Bird, LLP) 

1:. (B) STREET: .3605 Glenwood Ave. 

16 ( C ) on y Raleiqh 

1" (D) STATE: NC 

18 (E) COUNTRY USA 

i •< ( f ) I R 2 7 1. o y 

2.1 (v) COMPUTER REALABLE FORM' . • * 

71 (A) MEL I I'M IYPE Flippy disk 

1/ (B) OO'MPE'IEE IBM po compatible 

24 (C) ■ pfrat ing sysiem: pc-dos/ms-dos 

(O) SOT": WARE- P, it er.~. In Release «1.0, Version «1.30 
(vi) CURRENT APPLICA'I LON DATA: 

C--> 28 (A) APPLICATION NUMBER: US/10/0 24,8 0 9 

C--> 29 (B) FILING DATE: 19-Dec-2001 

3 : " ( C ) -"ASS T F I CA'I T ON . 

31 (vii) PRIOR APFT I CAT ION LATA: 

3 •■ (A) APPLICATION NUMBER 09/ 027,1 69 
3-; (B) SrIL.ING LATE: 19 " B - FEB - 2 0 

( viii ) ATTORNEY/AGENT I ^FORMATION : 
( A ; r I AME B row n A n n e 
( B : REGISTRATION NUMBER: 36.463 

4 (C; REEEr ENCE/I" >CEEI NUMBER. 5789-3 
4 .' ( ix ) IELEC-'-MMUN 1 CAT ION : N FORMAT ION ■ 
4 • ( A ) I EI.EPH-NE ; -1 4 20 22 0 5 

4 4 ( B ) I ELEEAX ■ ' U 88 1 3 175 
4" (2) INFORMATION FOR SEO 1 1') NO 1. 
4< (i) SEQUENCE CHARACTERISTICS: 
5-' (A) LENGTH: 16 7. Ease pairs 
51 [h) IYPE n;clo:c acid 
:'>.: (C: S I' HANDEDNESS . single 

5 *. { D) ! OPOI OGY : 1 i.nea r 

5 0 (ii) MOLEO'LE TYPE: LNA (-jenomic) 
5S (ix) FEATURE 
V [At NAME, ELY : 70S 

6 > ; B ) L J LAI ION : 1 . 1 068 
6 3 (xi) SEQUEN7E LESCRI PT I ON : SEQ ID NO: 1: 



3 ■> 
3 * 
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19 5 51: 5 20 52 5 

19^ CAA OCT GAA AAA ACC ATG CAT GAA CGG TTA AAA GGG AAA GGG GTA ATA 16 32 

l'l*t: Gin Pro Glu Lys Thr Met His G.lu Arg Leu Lys Gly Lys Gly Val He 

1 :3C 535 540 

2H GIG GAI ATG GCG AGC TTA TIT AAA CAA GO A GGT TAG CC 1670 

2'.. Val Asp Met Ala Ser Leu Phe Lys Gin Ala Gly * 

2< • 54 5 5: 0 55 5 

2 1 . » ;2) I N FORMAT ION FOP. SEO ID NO). 2: 

21- h Li) SEQUENCE CHARACT EE I ST 1C S . 

vu (A) LENGTH : = 55 amino acids 

2 in (B'j TYPE: amino acid 
2 1..I (I 1 ) TOPOLOGY: linear 
213 (ii) MOLECULE TYPE: protein 

215 (Xi. ) SEQUENCE DESCRIPTION: SEQ ID NO- 2: 

2H Met Ser Ala Thr Ar-n He Gin Ala Val Tyr Arg Asp Thr Gly Val Glu 

21H 1 5 10 15 

2 20 Ala Tvr Arq Asp Asn Pre- Phe lie Glu Ala Leu Pro Pro Leu Gin Glu 

20 25 30 

223 Ser Val Asn Ser Ala Ala Ser Leu Lvs Ser Ser Leu Gin Leu Thr Ser 

2j4 35 40 45 

22»- Ser Asp Leu Gin Lys Ser Arg Val Lie Arg Ala His Thr He Cys Arg 

22 r 50 55 6 0 

22- He Pro Asp Asp Tvr Phe Gin Pro Leu Gly Thr His Leu Leu Leu Ser 
23'- 65 70 7 5 80 
23.: Glu Arq He Ser Val Mer He Arg Gly Gly Tyr Val Gly Arg Asn Pro 
I::-..- 3 5 9 0 9 5 

23 : - Lys Thr Gly Asp Leu Gin Lys His Leu Gin Asn Gly Tyr Glu Arg Val 

_s- 100 1 05 1 1 0 

23h Gin Thr Gly Glu Leu Gin Thr Phe Arg Phe Glu Glu Ala Arg Ser Ihr 

2 3 4 115 120 125 

24 1. Ala Gin Ser Leu Leu Leu He Gly Cys Ser Gly Ser Gly Lys Ihr Ihr 
14. 130 135 140 

14; Ser Leu His Am He Leu Ala Thr Tyr Pro Gin Val He Tyr His Arg 
.45 145 150 155 160 

24" Glu Leu Asn Val Glu Gin Val Val lyr Leu Lys He Asp Cys Ser His 
2 4- 165 170 175 

2 5-' Asn Glv Ser Leu Lys Glu He Cys Leu Asn Phe Phe Arg Ala Leu Asp 
251 130 ' 135 190 

25 ; Arg Ala Leu Gly Ser Asn Tyr Glu Arg Arg Tyr Gly Leu Lys Arg His 
254 195 200 205 

2V Gly He Glu Ihr Met Leu Ala Leu Met Ser Gin He Ala Asn Ala His 
2r '2 10 215 22') 

25-' Ala Leu Gly Leu Leu Val He Asp Glu He Gin His Leu Ser Arg Ser 

jr... 225 2 30 2 35 240 

2-2 Arq Ser Gly 3Ly Ser Gin Glu Met Leu Asn Phe Phe Val Thr Met Va L 

2-3 245 250 255 

2-5 Asn He He Glv Val Pr:> Val Met Leu lie Gly Thr Pro Lys Ala Arq 

2-6 26i 265 270 

2>>8 jlu lie Phe Glu Ala Asp Leu Arg Ser Ala Arg Arq Gly Ala Gly Phe 
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2 / r> 

Gly Ala lie Phu 

2 90 

Asn Gin Glu Trp lie Ala Phe Thr Asp Asn Leu Trp Gin Leu Gin Leu 



:rp Asp Pro I., e Gin Gin Thr Gin Arg Gl y Lys Pro 

2 9: 3 0 0 



30 5 

leu i j 1 n Ara 



31' 



315 



Asp Ala Lei: Leu Ser Asp Glu Va . Arg Asp Val Trp 



3 30 



Tyr Glu Leu Ser Gin Gly Val Met Asp lie Val Val Ly. 



34' 



34' 



3 3 5 

Leu Phe Va 1 
3 5 0' 



Leu Ala Gin 

3 5 5 

Gly Leu Leu 
370 



Leu Arg Ala Leu Ala Leu Gly Asn Glu Arg lie Thr Ala 



3 60 



365 



Arg Gin Val Tyr Gin Asp Glu Leu Lys Pro Val His Pro 



3 7 5 



Met Leu Glu Ala Leu Ara Ser GJ 

3 9'.' 



3 80 

He Pro Glu Arg lie Ala Arg Tyr 
3 9 5 4 0 0 



Ser Asp Leu Val Val Pro Glu lie Asp Lys Arg Leu lie Gin Leu Gin 



4 0 5 



4 1 0 



4 15 



Leu Asp lie Ala Ala II*-- Gin Glu Gin Thr Pro Glu Glu Lys Ala Leu 



4 2 0 



42 5 



4 3 0 



:9h Gin Glu Leu Asp Thr Glu Asp Gin Arg His Leu Tyr Leu Met Leu Lys 



4 5 5 



4 4 0 



445 



• 4 



31 i 1 
; 1 ! 
• 1 i 
.•■ 14 



Glu Asp ryr Asp Ser- Se: Leu Leu lie Pro Thr lie Lys Lys Ala Phe 

4 5 5 4 6 1 

Thr Me" Thr Arg GLn Lys Leu Leu Pro Leu Val Leu 



4 5 0 

Ser GLn Asn Pro 
4 6 5 

Gin rrp Leu Met. 



17 



4 7 5 



480 



5 0 0 

Trp Asp Ser Lou 

Gin Pro Glu Lys 
5 30 

Val Asp Met Ala Ser Leu 
545 5 50 



Glu Gly Glu Thr Val Val Ser Glu Leu Glu Lys Pro 
1 S 5 4 9 0 4 9 5 

Lys Va 1 Ser Ala lie Lys Val Val Lys Pro Ser Asp 
5 0 5 5 1 0 

u Arg Tyr lLo Tyr Ser Gin Arg 
52 5 

rhr Met His Glu Arg Leu Lys Gly Lys Gly Val lie 
5 3 5 5 4 0 

Gin Ala Gly 
555 



Pro Asp Thr Asp 

520 



(2) INFORMATION FOR SEQ ID NO); 3: 
(1) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: -92 6 base pairs 

(B) TYPE: nucleic acid 

(C) ST HANDEDNESS : single 

( D) TOPOLOGY c ircular 

(ii) MOLEC'JLE TYPE, other nucleic arid 

(A) DESCRIPTION: /dose = M pEM delta R.adj to 1" 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 



I IT AGAGCAA 


ttcggtg ita 


GTTTCAGCAA 


GCAAA 


7 ATT A 


ACCATAGCTA 


ATGATTT ATA 


6 0 


3 OCA I A ITAA 


CCATTGGGG 1 


ACCGAGCTCG 


aat rc 


7ATGG 


TCTGT ITCC T 


GTGTGAAATT 


120 


3TT A ICCGCT 


CACAAITCCA 


CACAT TAT AC 


GAGCC 


■"" * T 

j'jA ± '-j 


AT TAA I IGIC 


A AC AG C r-CAT 


180 


I TCA OjAATAI 


TTGCCAGAAC 


CGTTAIGAIG 


TCGGC 


3CAAA 


AAACATTA TC 


CAGAACGGGA 


240 


jTGC jC ottg 


AGCGA 7ACGA 


ATTATGCAGT 


GATTTACGAC 


CTGCACAGCC 


ATACCACAGC 


3 0 0 
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VERIFICATION SUMMARY DATE: 02/0^/2002 

PATENT APPLICATION: US/10/024 ,809 TIME: 18.03:28 

Input Sot : N:\Crf3\RULE60\10024809.txt 
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0:28 M:220 C: Keyword misspelled or invalid format, [(A) APPLICATION NUMBER : ] 
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